Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.065; wR factor = 0.172; data-to-parameter ratio = 13.5.
The title compound, C 13 H 17 NO 5 S, is approximately planar (r.m.s. deviation for the non-H atoms = 0.055 Å ). Its conformation is stabilized by N-HÁ Á ÁO and C-HÁ Á ÁO hydrogen bonds, which both generate S(6) rings. The crystal packing only features van der Waals contacts.
Related literature
For a related crystal structure and background, see: Mukhtar et al. (2010) . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
We have reported the synthesis and crystal structure of (II) i.e., Ethyl 2-benzamido-4,5,6,7-tetrahydro-1-benzothiophene-3-carboxylate (Mukhtar et al., 2010) . The title compound (I, Fig. 1 ) is being reported here in continuation to synthesize various thiophene derivatives.
The title compound essentially consists of monomers. In (I), the methylthiophene group A (C1-C4/S1/C10), acetamide (29) and 12.08 (32)°, respectively. In the title compound two S(6) ring motifs (Bernstein et al., 1995) are formed due to intramolecular H-bondings of C-H···O and N-H···O types (Table   1 , Fig. 1 ). There does not exist any appreciable π interaction.
Experimental
A mixture of (0.3 g, 1 mmol) diethyl 2-amino-4-methylthiophene-3,5-dicarboxylate, dissolved in chloroform and 0.1 ml of acetyl chloride was heated at 330 K for 10 h. The solvent of resultant product was removed and the residue was recrystallized from ethanol to give orange needles of the title compound. m.p. 394 K; yield: 0.25 g; 85%.
Refinement
The H-atoms were positioned geometrically (N-H = 0.86, C-H = 0.96-0.97 Å) and refined as riding with U iso (H) = xU eq (C, N), where x = 1.5 for methyl and x = 1.2 for all other H-atoms.
Figures Fig. 1 . View of the title compound with displacement ellipsoids drawn at the 50% probability level. H-atoms are shown as small spheres of arbitrary radii. The dotted lines represents the intramolecular H-bondings. 
Special details
Geometry. 117.00 C9-C8-H8A 110.00 S1-C1-N1 122.1 (4) C9-C8-H8B 110.00 N1-C1-C2 124.3 (4) H8A-C8-H8B 109.00 S1-C1-C2 113.6 (4) C8-C9-H9A 109.00 C1-C2-C7 119.3 (4) C8-C9-H9B 109.00
